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RESEARCH VISION

The non-coding genome of parasitic flatworms. Using a combination of experimental and com-
putational tools, my overarching aim is to expand our understanding of the roles of non-coding genomic
elements in parasitic flatworms with a special focus on transposable elements.

CURRENT APPOINTMENTS

Research Fellow in Animal Parasitology January 2021 – present
Christ’s College, University of Cambridge.

Research Group Leader in Computational Biology January 2020 – present
Division of Microbiology and Parasitology,
Department of Pathology, University of Cambridge.

Graduate Tutor October 2021 – September 2022
Christ’s College, University of Cambridge.

EDUCATION

PhD Molecular Biology, 2012
Christ’s College, University of Cambridge UK.
Dissertation: Transcriptome characterisation of cercariae and skin-stage schistosomula in the parasitic
helminth Schistosoma mansoni.
Supervisors: Dr Matthew Berriman (Wellcome Sanger Institute, UK) and Prof. David Dunne (Dept of
Pathology, University of Cambridge, UK).

BSc Biochemistry, 2006
Faculty of Sciences, University of the Republic, Montevideo, Uruguay.
Dissertation: Cloning, expression and characterisation of mitochondrial thioredoxin and thioredoxin
peroxidase from the parasitic helminth Echinococcus granulosus.
Supervisor: Dr Gustavo Salinas (Faculty of Chemistry, Uruguay).

PREVIOUS APPOINTMENTS

Research Associate in Bioinformatics, May 2018 – Nov 2019
Cambridge Institute for Medical Research, University of Cambridge.
Investigated the role of the human silencing complex HUSH in heterochromatin formation (Douse et al.
2020. and the role of HIV vif protein in cell cycle arrest Marelli et al. 2020.
Group Leader: Prof. Paul Lehner and Dr Nick Matheson.

Postdoctoral Research Fellow May 2016 – April 2018
NCBS-inStem-Cambridge Postdoctoral Fellowship (UK, India)
Using the well-characterised fresh water planarian Schmidtea mediterranea (a model organism for the
study of stem cell and regenerative biology) to characterise and manipulate the pathways by which
non-coding RNAs play their regulatory roles at the organismal level.

Postdoctoral Research Fellow January 2012 – April 2016
Parasite Genomics Group, Wellcome Sanger Institute, UK
Led the experimental arm of the Parasite Genomics Group at the Wellcome Sanger Institute, running
an independent research program studying regulation of gene expression by non-coding RNAs in the
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parasitic flatworm, Schistosoma mansoni. See (Protasio et al. 2017). Bioinformatic analyses formed a
significant component of this project, including processing of small RNA and poly-A enriched RNA-seq
samples, reads mapping, read counting and analysis of differential expression.

INVITED TALKS

Speaker, British Society of Parasitology, Edinburgh, UK April 2020
Session on Flatworm Biology. Postponed.

Lecturer, Biology of Parasitism, Woods Hole, MA, U.S.A. July 2020
Participation as lecturer in the module of Bioinformatics. Postponed to 2021.

Speaker, Schistosomiasis Symposium, Minas Gerais, Brazil August 2020
Postponed.

Speaker, New England Biolabs, Boston, MA November 2019
Title:“Transposable elements in platyhelminthes”

Invited speaker, Genome Science 2019, Edinburgh September 2019
Title:“Parasites within parasites: transposable elements in platyhelminthes”

AWARDS

2020 Research Fellow in Animal Parasitology, Christ’s College, University of Cambridge (start Jan 2021)
2020 Departmental Fellowship, Computational Biology, University of Cambridge.
2019 Travel award. Newton Fund Researcher Links Bilateral Workshop, Fudan University, Shanghai.
2017 Darwin College Research Affiliation.
2015 NCBS-inStem-Cambridge Postdoctoral Fellowship.
2012 Japan Society for the Promotion of Science Postdoctoral Fellowship.
2012 First prize poster competition, Molecular and Cellular Biology of Helminth Parasites.
2010 Travel, tuition and expenses Biology of Parasitism course.
2007 Wellcome Trust Sanger Institute 4-year PhD scholarship.
2007 Honorary Cambridge Overseas Trust Scholar.
2005 First Prize, Sanger Prize Competition (full paid internship).

TEACHING

Course co-director, Undergraduate Degree in Infectious Diseases 2020-2021
Institute for Continued Education, University of Cambridge.
Parasitology Unit lead organiser, plan and deliver synchronous / asynchronous materials and sessions.

Creator and Organiser Helminth Bioinformatics various dates 2019 – 2021
Wellcome Genome Campus Advanced Courses, UK
Principal applicant, content lead and lead instructor for a 5-day residential course funded by Wellcome
Advance Courses in helminths genomics, transcriptomics and bioinformatics. University of Accra, Ghana
(September 2019), Thailand (2020) and Uruguay (2021).

Guest lecturer (Parasitology) Dept of Pathology, University of Cambridge 2019-2020
Lectures:“Trematode biology” and “Tapeworm biology”.

Lead Educator and Content Developer for Online Courses February 2017 – August 2019
Wellcome Genome Campus Advanced Courses and FutureLearn, UK.
Worked collaboratively with project managers and led a group of instructors in developing syllabus,
contents and presentation of three online courses on bacterial genomics and bioinformatics cover-
ing: i) From DNA to protein function; ii) Accessing and analysing bacterial genomes; iii) Comparative
genomics.
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Course Instructor various dates 2008 – 2018
Wellcome Genome Campus Advanced Courses – Working with Pathogen Genomes.
Work as part of a team of instructors in charge of candidate selection, course planning, course delivery
and supervision of students. This is an annual residential course in bioinformatics that takes place in
Uruguay and the UK.

PUBLICATIONS

A total of 22 peer-reviewed publications, one preprint, one invited review and one book chapter.
h-index = 11 (source: Scopus).
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Protasio AV*, van Dongen S, Collins J, Quintais L, Ribeiro D, et al.(* Corresponding author). MiR-
NAs miR-277/4989 regulate transcriptional landscape during juvenile to adult transition
in the parasitic helminth Schistosoma mansoni PLoS Negl Trop Dis. 2017 May 23;11(5):e0005559
PMID: 23516644.

Protasio AV, Dunne DW, Berriman M. Comparative study of transcriptome profiles of me-
chanical and skin-transformed Schistosoma mansoni schistosomula. PLoS Negl Trop Dis.
2013 Mar;7(3):e2091. PMID: 23516644.

Protasio AV*, Tsai IJ*, Babbage A, De Silva N, Davidson C, et al. (* joint first author). A sys-
tematically improved high quality genome and transcriptome of the human blood fluke
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